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Abbreviations:

ESRD: End-Stage Renal Disease

RA: Rheumatoid Arthritis

SLE: Systemic Lupus Erythematosus

SLEDI: Systemic Lupus Erythematosus Disease Activity Index
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Abstract




Evaluation Correlation of MicorRNA-125a and MicroRNA-146a with Disease
Activity and Pathological Findings in Patients with Lupus Nephritis

Hengameh Jamshidi, Sima Abedi Azar, Mohammad Reza Jafari Nakhjavani.
Department of Internal Medicine, Imam Reza Hospital, Faculty of Medicine, Tabriz University of Medical

Sciences.

Background:
Lupus nephritis (LN) is one of relatively common complication of lupus all over the world and

is one of major problem of health care system. Role of genes were demonstrated in incidence of
various autoimmune diseases. Some studies have mentioned the role of miR-125a & miR-146a
gene in incidence of SLE. The aim of present study was to evaluate correlation of urinary level
of MicorRNA-125a & MicroRNA-146a with disease activity and pathological findings in
patients with LN.

Methods & Materials:

In a descriptive analytical study, 30 patients with LN who referred to Clinic of Imam Reza

Educational Medical Center of Tabriz University of Medical Sciences for diagnostic &
therapeutic procedures and 30 healthy individuals, were included the study. After RNA
extraction, urinary level of MicorRNA-125a & MicroRNA-146a was determined using
quantitative RT PCR in both groups. Age, sex, disease activity, and laboratory findings of
patients were evaluated.

Results:

The mean urinary level of miR-125a & miR-146a in the case group were 36.68+1.39 &
34.94+2.33, and in the control group were 33.89+1.64 & 31.85+1.75 respectively. Urinary levels
of miR-125a (P=0.001) and miR-146a (P=0.001) were significantly higher in the patient group
than in the control group. The urinary level of miR-146a was significantly correlated with the
level of anti-ds-DNA (r =0.475, P=0.014), and a there was a significant reverse correlation with
24-hour proteinuria (r=-0.389, P=0.049).

Conclusion:

Based on findings of present study, miR-125a & miR-146a gene may be involved in the
pathogenesis and development of LN and have the potential to be used as diagnostic and
therapeutic marker in LN.

Keywords: Lupus Nephritis, Disease Activity, miR-125a, miR-146a.
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